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PROFILE 

Data science professional with background in machine learning, natural language processing, and bioinformatics. Bilingual 
communicator passionate about exploring and solving real-world data challenges. 
 

SKILLS 
Programming: Python, R, C, Java, Rust, shell scripting 
ML libraries: Huggingface Transformers, PyTorch, TensorFlow, scikit-learn 
NLP libraries: SentenceTransformers, Langchain, FastEmbed 
Data analysis: NumPy, Pandas, SQLite, ggplot2, matplotlib, Huggingface Datasets 
Development: Docker, Slurm 
 

EDUCATION 
DUKE UNIVERSITY, School of Medicine, Durham, NC 
Master of Biostatistics, May 2023 
Relevant coursework: Software Tools for Data Science, Bayesian & Modern Statistics, Probabilistic Machine Learning 

 
EMORY UNIVERSITY, College of Arts and Sciences, Atlanta, GA  
Bachelor of Science, Double Major:  Computer Science, Neuroscience and Behavioral Biology, May 2021  
Relevant coursework: Analysis of Algorithms, Machine Learning, Numerical Analysis, Big/Small Data and Visualization 

 
EXPERIENCE 

University of Virginia, Charlottesville, VA                       2023-now 
Sheffield Lab, Department of Genome Sciences 
Scientific Programmer 
• Contributed to the development of a Python package for machine learning models of genomic interval data. 
• Extended & tested a Rust crate for genomic interval data analysis and processing. 
• Optimized genomic interval data storage pipeline, reduced runtime by 40%. 
• Built a file retrieval pipeline combining semantic search with genomic interval representation learning.  
• Curated ad-hoc datasets with biomedical ontologies. 
• Fine-tuned open-source language models for information retrieval. 
 
DUKE UNIVERSITY, Durham, NC                       2022-2023 
Department of Biostatistics & Bioinformatics 
Graduate Research Assistant 
• Developed Python/R functions to automate preprocessing of unstructured clinical data. 
• Performed medical concept extraction and entity mapping from electronic health records with NLP tools. 
• Retrieved and preprocessed raw data from Duke Clinical Research Data Mart (CRDM). 
• Trained predictive models and analyzed model fairness across demographic groups. 

EMORY UNIVERSITY, Atlanta, GA                       2020-2021 
Department of Sociology 
Research Assistant 
• Contributed to the development of a computational social science data analysis toolkit. 
• Designed a pipeline that applied the annotation of Stanford CoreNLP to concise relationship extraction. 

• Preprocessed raw data for an interdisciplinary project that analyzed statements from HIV patients. 

• Utilized open-source Python libraries to perform sentiment analysis on interviews. 
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